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Figure 4: Sequence of Ad5/fibl6 chimeric fiber 

CCATAGAAAACAACACCTTG^^ 
AGATTCCCCAGACTGTAAGCTCAC^ 
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Decoration ■Decoration #r = Box residues that differ fran Fiier 16 Genbank. 
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T „ n n geribank Fiber 16 
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D&garatim 'Decoration #1 : Box residues 
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FIG. 10 
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FIGURE 13B 



Figure 14: Comparison of infection of Ad5.luc and Ad5.fib16.luc on RA synoviocytes 
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Figure 15 




Figure 16A 



Infection efficiency of Ad5.GFP and 
Ad5fib16.GFP in RA synoviocytes 
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Figure 16B 



GFP production in RA synoviocytes infected with 
Ad5.GFP vs. Ad5.fib16.GFP 
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Figure 17: infectivity of panel of chimeric adenoviruses on RA synoviocytes 
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Figure 18A 
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of infected cells with three B-type fiber-modified viruses 
on RA synoviocytes 




18B: GFP production with three B-type fiber-modified viruses on RA synoviocytes 
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Figure 19 
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Figure 19: conparison of three B-type fiber modified 
adenoviruses for infectivity on RA synoviocytes 
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